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o Horizon Discovery Multiplex I ¢fDNA Reference Standard Set HD780

HORIZON DISCOVERY Research Use Only

Set Cat No: HD780
Product Insert Batch: 28256

Template: 6135 USR-01 (V-03)
Multiplex | cfDNA Reference Standard Set

Product Handling:
Horizan Diagnostics recommends quantifying the material using preferred laboratory method and instrumentation prior to use.

Origin of Material:
* Horizon Diagnostics uses a proprietary genome engineering platform to precisely engineer mutations within human cancer cell lines.
*  The cell line DNA is fragmented to an average fragment length of 160 bp which resembles cfDNA extracted from plasma.

* Additional information can be found on Product Specification Sheet (6135 P55) on the website for this catalogue number.

Allelic Frequency Verification Data:

» Datais provided in Table 1-4. These values represent only the QC assays performed by Horizon using an input of 100 ng and are an average of 4
replicates (WT Conc (copies/ul) and Mutant Conc (copies/ul) values rounded to whole numbers, with the exception of 100% Multiplex | wt Mutant
Conc [copies/ul) which is reported to 1 decimal place).

*  Whole-exome sequencing data from the wild type cell lines, RKO and 5W48, are available upon registration at:
www horizondiscovery.com/exomedata

Table 1: 5% Multiplex | cfONA Reference Standard (Part No.: HDT77) Table 2: 1% Multiplex | cFONA Reference Standard (Part No.: HD778)
EEEEEEE BEEEE
site (bp) | AF(%) | fcopies/ul) s | feopiestia) simbp) | el | (eopiesfi) [ E | (eopiestud
EGFR 117.0 1908 2007 EGFR 117.0 1.0 1984 20 2004
EGFR  delE746-AT50 110495 5.0 2216 142 2358 EGFR  delE746-A750 110/95 1.0 2284 28 2312
EGFR LBSER TEO 50 3736 188 3924 EGFR LBSER 78.0 1.0 3884 3z 3916
EGFR n'r:c;':;sv 1224131 S0 1976 84 2060 £GFR n?rmﬁ?;.sv 122131 10 1880 16 1996
NRAS Q61K 830 6.3 3092 210 3302 HRAS Q61K 83.0 13 1768 36 3304
NRAS ASET G66.0 6.3 3552 207 3758 NRAS ASAT 66.0 13 3880 44 3924
PIEICA ES45K 81.0 6.3 3016 188 3204 PIK3CA ES45K 810 13 3228 38 3267
KRAS G120 0.0 6.3 2836 191 an27 KRAS G120 80.0 13 2964 35 2995

o Horizon Discovery Multiplex I cfDNA Reference Standard®]
- 42 238 DNAE Hit 160 bp AE9 A7|Z2 B &4 H oA F=35)
+ cell-free DNAS} FAFsH A4S 714
- 7t A9 mutant copy F7F A@Ao=E

Tris—EDTA bufferol] ¢tA3}tE Aej= FF

sl 3=
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ol o\
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1) 773k Al Fo] "o Horizon2] cfDNA wild type standardZE 3]4 s}
o] Fo] g ol Horizon2 cfDNA 1% standardS 343} low
=

g o Horizon? cfDNA 5% standardE 3|45}

>
M
ol
r
ON
oy
r (o3
1o,
ot
)
i)

- AL AleF A Z=ALE AA 3}7‘:— =4 79 (imit of detection, LOD)¢} Horizon
¥oEd Ay wAdE Addgoz ASH mutant copyTE FFete] AA =
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- AAME 2 AE o Wolol wt Aol oy AN A FR2 AR S
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2 mL d# o] WHolZ 7}A = DNAZF 200 copy ©]X A soF & Horizon Z~EAT}
o= 5%, 1% =4 ¢F 100 copy/ul. DNA, 20 copy/ul. DNA®] mutant DNA
7 23 A&
F4 AAo EZ3E mutant DNAS 2Fo] 200 copyE YE= dfof 3
A2 F= G280 100%7F obd & doermE w Al £33k mutant DNA
A HAese T3 AsEor 3 A ATS SEl AR JduA
de T

= 3 xE=de] 24e dA4ste] AAE Axd A

5. woF R AE¥H
o Wy RO ok
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2) AW ¢ dAHoR ARgete BN EE IARE, IS
=g Wy AL
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7.2 ] 2 J&E
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Horizon Discovery®] cfDNA Reference Standard Product Insert

HORIZON DISCOVERY Research Use Only

set Cat No: HD780
Batch: 28256
Template: 6135 USR-01 {V-03)

Product Insert

Multiplex | cfDNA Reference Standard Set

Product Handling:
Horizon Diagnostics recommends quantifying the material using preferred laboratory method and instrumentation prior to use.

Origin of Material:

- Horizon Diagnostics uses a proprietary genome enginesering platform to predsely engineer mutations within human cancer cell lines.
= The cell line DNA is fragmented to an average frazment length of 160 bp which resembles cfDNA extracted from plasma.

= Additional information can be found on Product Specification Sheet (6135 PSS) on the website for this catalogue numbear.

Allelic Frequency Verification Data:

= Datais provided in Table 1-4. These values represent only the OC assays performed by Horizon using an input of 100 ng and are an average of 2
replicates (WT Conc [copses/pl) and Mutant Conc (copies,/ul) values rounded to whaole numbers, with the exception of 100% KMultiplex | wt Mutant
conc [copées,pl) which is reported to 1 deamal place).

= Whaole-exome sequencing data from the wild type cell ines, RKO and 5wWaa_ are available upon registration at:
www. horizondiscovery.com/exomedata

Table 1: 5% Multiplex | DMA Reference Standard [Part Mo HDT77) Table 2: 1% Mubtiplex | FONA Reference Standard [Part No.: HD778)
B ESED A ES Hﬂ-ﬂ--
el | A sna fr] teopbentel) | S
1170 170
PR delETAG-ATSO 110495 50 2216 142 2358 ECFA delETSG-ATS0 110095 10 2284 % 2312
R LESER /O 50 3736 188 3924 — L858R 780 10 3884 2 3916
R m?v;ﬁr:.;sv 122131 50 1976 B4 2060 sarm D?'.Eﬁr:ﬁw 12231 10 1980 15 1995
HRAS Q1K B30 63 3082 w0 30 nRAS OBk B30 13 68 = 3304
NRAS ASET 660 63 3552 207 3759 NRAS AsoT 650 13 3880 a 3524
PGcA  ES45K B0 63 3006 188 3204 FaGC ESASE B0 13 3228 39 3267
A 612D 500 63 2836 191 3027 KRAS G120 B00 13 064 3s 2000
Table 3: 0.1% Multiples | FOMA Reference Standard {Part No_: HDT79) Tabie 4: 100% Multiplex | wt cFONA Reference Standard [Part Mo.: HD775)
EIENE I EAEAES Hﬂ----
Jooplasyl
7o 3 1170 1216
EoFR deETAG-ATS0 110495 040 2440 2 2443 EoF delE7A6-ATSD 110/85 000 2408 a0 2408
£GFR LESER 780 010 A48 2 252 ea LESER 780 000 4208 0o 2208
R n?gan:;sv 122131 0de 72 1 273 e nv;g:asv 12131 000 2144 00 2
NEAS Q1K 830 043 384 3 g7 HRAS QBIK 830 000 38 0z 3348
NRAS AsaT 660 013 407 5 a082 HRAS AsaT 660 000 4012 15 2014
Prscn  ESA5K B0 013 33 5 3437 F3ca ES4SK B10 000 3336 0E 3337
A5 G120 00 013 3136 5 3141 KRS G120 S0 000 3032 0E 033

Tahle 1-4: Allelic frequency and copy number data coliected by Droplet Digital™ PCR [ddPCR). Other endogenous variants are present, however only
the data presented is tested within each batch. *Mot verified for expected AF, due to assay background, however variant was detected by ddPCR.
‘Mot werified for expected &F, due to OC assay used demonstrated probe competition with NRAS OS1K, however vanant was detected by ddPCR
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