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CUGHAP-QI-20-S211 ZX|HE| Grocott's Methenamine x4 TR

Silver(SOP) (&%, GMS stain)
ZEIH2| Modified Gomori's
KUGHAP-QI-20-S301 | Trichrome(SOP) g4 AMX | N
(Z=2&l, Gomori one-stop trichrome)
Z2E|H2| Gram(SOP)

KUGHAP-QI-20-S207 (;q Gram stain sbs ATX N
KUGHAP-QI-20-S200 f{it‘gzlniﬁ?js gpitain) 84 AT | N
KUGHAP-QI-20-5218 éi;tgilo:z:a(?sp) BN ATA | N
KUGHAP-QI-20-5212 21%1;’2!:323ue(sop) A ATR | N
KUGHAP-QI-20-5204 -{Elltéﬂl Masson' trichrome(SOP) XA AR | N

R

Z| Massons Trichrome)

52 QA 7| (KOLAS)E A A 7| 2AHSFAX (ILAC)L| ASQAAHSEAH(MRA) M 7|2 AL|CE,
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Raorea Laboratorny recneditation Scheme

k=
SIXF
4Hs TEHEAEEE U 29 AlEHS| A% i_l";
ZAIHE| Mucicarmine(SOP)
KUGHAP-QI-20-5213 < SPS ATK | N
UG Q (Z=%| Mucicarmine)
ZAIH2| Oil Red O(SOP
KUGHAP-Q1-20-5214 | - 'Oo!| r;d o (SOP) A AT | N
e | E=EA(SOoP)
HAP-QI-20-S2 88 MK N
KUGHAP-QI-20-5200 (44, Orcein (HBs Ag)) °°
ZRRIHE| Periodic acid schiff's(SOP)
HAP-QI-20-S21 < Mo ATK | N
KUG Q-20-5215 (Z=&!, PAS(Periodic acid Schiff)) °°
ZE|H2| PTAH HA(SOP)
KUGHAP-QI-20-S217 | (Z=%], PTAH(Phosphotungstic acid g AMX | N
hematoxylln))
Z=AHE| Reticulin(SOP) A N
_O1-20- ATHK
KUGHAP-QI-20-5203 (%! Reticulin) 3d HX | N
22| Toluidine Blue(SOP)
AP-QI-20-521 < Mo ATK | N
KUGHAP-QI-20-5219 (=&, Toluidine Blue) °c
ZEIHE| Von K SOP
KUGHAP-Q1-20-5220 | - - |°Voln_$ssao)ssa( ) Y 2T | N
ZEIHE| Warthin Starry'(SOP)
KUGHAP-QI-20-5221 < MM AMK | N
Q (&%, Warthin-Starry stain) °°
22| Alcian blue(SOP)
KUGHAP-QI-20-5206 < SPS AMK | N
Q (&%, Alcian blue pH2.5) °c
ZX|EE| E4-EAM(SOP) A N
_O1-20- ATHK
KUGHAP-QI-20-S5200 (=% Tissue W.G) SS HK] N
ZAEe| SB(SOP)
KUGHAP-QI-20-5200 < SPS ATK | N
UG Q (Z=Z! Bleaching melanin) °°

2ol

471 (KOLAS)E A A 7| 2APEHA(LAC) 2] &

13/16

FS QMY A (MRA) ME 7| AL},




Raorea Laboratorny recneditation Scheme

H KM006-1=
13.03 HAHE|SH

oiX}
— - - - —_o
Az AABAEET X 89 NS Apizt

Al
KUGHAP-QI-20-109 zifz:—xzﬁiﬁﬁﬁ@ AL ATR| | N
KUGHAP-QI-20-109 iﬁﬁgiﬁﬁ A BRALS R4Ad AHA N
KUGHAP-QI-20-109 gﬁ;ﬁﬁg?ﬁﬁfg BRI BSPS AMK | N
KUGHAP-QI-20-109 ;if‘f;:ﬁg?iﬁ e Ei sk AKX LN
KUGHAP-QI-20-109 zifi:ﬁ_ﬁﬁff il Fééij R sk AKX LN
KUGHAP-QI-20-109 gﬁ;ﬁlﬁ;@z{i ;‘fg e PSPS| AMK | N
KUGHAP-QI-20-109 ;if‘f;:ﬁg;?iﬁ e Ei sk AKX LN
KUGHAP-QI-20-109 ;ﬁ:ﬁgﬁfﬁ“ e PSPS| AMK | N
KUGHAP-QI-20-109 e ZENSE g e 84 AT | N

B
ikl

/MIZE, CD4 (T cell))

2| RX(Mmt ZAL ADKIK
KUGHAP-QI-20-109 _ _ MM EN PN N
HonArQ /MIE, CD30 (2|EAHIE M) e

[
18
0}

8

KUGHAP-QI-20-109 iﬁ'ﬁﬁm Galai PSP AMK | N
KUGHAP-QI-20-109 zif‘fi:ﬁgﬁiﬁ Galai PSP AMK | N
KUGHAP-QI-20-109 ;if‘f;:ﬁg;?iﬁ e Ei sk AKX LN
KUGHAP-QI-20-109 gﬁ;ﬁﬁgﬁj@g e PSP AMK | N
KUGHAP-QI-20-109 zifi:igif Bt & B dd AR | N

=AY 7|F(KOLAS)= SAHA 7| 2A FEHAA(ILAC) S 4= AP HH(MRA) MY7| LIt
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Raorea Laboratorny recneditation Scheme

k=3
SiX}
A AAYNEEY U B8 NEED MEE RS
CICEE] ZA(NDER! ZA SRl
KUGHAP-QI-20-109 © l_ (HED=ter BA B pSPS AMK | N
(Z=ZUM|IZ, CD8 (T cell)
AL ZAMEDSlet BAH BPAR
KUGHAP-QI-20-109 | (ZEVMIE, Gytokeratin(Pan g3 ESN DN N
qytokeratin))
oiofa] ZA(NBRt ZAL SR
KUGHAP-QI-20-109 © (4 =T A ATK | N

(ZEYMIE, AtolE2! D1(Cyclin D1))
HolR| RN SIS A ARKE A N
-0Ol-20- NN
KUGHAP-QI-20-109 EEHE BTl Desmin) PN X | N
TAES| TR M=kt HAL TR
(ZZ/MIZE, EBV(Epstein-Barr Virus))
HALE| MBSt BAH HPAR
KUGHAP-QI-20-109 | (Z2VAMIE, STM=ZarR g8 2T | N
M (Epithelial Membrane Antigen))
HolR| RN SIS A ARKE
(EZ2YMIZ, Glycophorin A)

HolR| RN SISt A ARKE A
KUGHAP-QI-20-109 EHE 1g M) PSP AXX N
TAES| TR M=t HAL ATAFH
(ZZ/MIZ, 1g Kappa)

HolR| RN SISt A ARKE A
KUGHAP-QI-20-109 EEHE K-67) PSP AXX N
TAEE| TR MEDret HAL TR
(ZZV/MIZ, Ig Lambda)

HolR| RN SIS A ARKE
KUGHAP-QI-20-109 | ERER . e A ATK N
(EE/MIE, Myeloperoxidase(MPO))
HolR| RN SIS A ARKE
HAP-QI-20-1 _ M AT | N
KUG Q-20-109 (Z=2/MIE, Neurofilament) e
TAES| T2 M=t HAL TR
(ZEEYMIEE Newron Spedific Enclase(NSE))
HolR| RN SIS A ARKE iy
KUGHAP-QI-20-109 EEME 5100 CH) PSP AXX | ON
AL ZAMEDSlet BAH BPAR

(ZZ)/MIE, Synaptophysin)

KUGHAP-QI-20-109 g3 ESVPN N

KUGHAP-QI-20-109 g3 ESNPN N

KUGHAP-QI-20-109 g3 ESNPN N

KUGHAP-QI-20-109 g3 ESNPN N

KUGHAP-QI-20-109 g3 ESNPN N

KUGHAP-QI-20-109 g3 ESNPN N

=AY 7|F(KOLAS)= SAHA 7| 2A FEHAA(ILAC) S 4= AP HH(MRA) MY7| LIt
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Raorea Laboratorny recneditation Scheme

k=3
o N N '9"_1Jtl-
4Hs TEHEAEEE Y 25 Al A% Alﬁo.:.*
A ZAMESket BAF BRARE
KUGHAP-QI-20-109 | (ZZ/MZ, TDT (Terminal g3 EN DN N

Deoxynucleotidyl Transferase))
AR ZA Ml BAH BPAR
KUGHAP-QI-20-109 | (ZX/MI= 7|E} g4 AMXl | N
HAZE| (M=) 2IHEAD)

HAH2| Z=E M| ZAF EFAE

KUGHAP-QI-20-110 _ gy AR N
Q (Z=Z/MIZ, [Progesterone receptor]) e
Ciojfa] S22 58K ZAT ARAR
KUGHAP-QI-20-110 &2l TEH BN BT A AT N

(Z2YMIE, [Estrogen receptor])

Gl o= S8H 2T HRAE

KUGHAP-QI-20-110 o it = "
Q (ZZY/MIZ, [Androgen receptor]) —

AzHs AHBAEEY 2 B Ngel s
e HoEE AN A " .
KUGHAP-QI-20-107 Eﬁgﬁg G]quqmpw - TSN
KUGHAP-QI-20-107 [;;jlgA]““ = = PSP AMK | N
KUGHAP-QI-20-107 Eitg?s] HAdg A X1E A AMA N
KUGHAP-QI-20-107 Ei%z] EECE NN A AR | N
KUGHAP-QI-20-107 Ei%iq?qg%@*f NES A AR | N
KUGHAP-QI-20-107 Ei%gﬁqg%ﬁ*f A A ATA | N

13.07 HEAIF
s AATAEEY U B8 Alg] NeE | 5T
KUGHAP-QI-20-V01 25;52 El(a:?:jﬁ) B AWK N

d1
E.

F= QA 7| (KOLAS)E SAHA 7| 2AZEHA(ILAC)S 4=AHHY(MRA) ME7|F YL T,
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